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                         10            20        30        40        50   
                         |             |         |         |         |          
B9_A6        ---MTRKALFILACLFAAATG----AEAEDTPMAGKLDPRMRYLAYNPDQVVRLSTAVGA 
B9_C58       ---MTKKAFLTLACLLFAAIG----ARAEDTPTAGRLDPRMRYLAYNPDQVVRLSTAVGA 
Riorf161_A.r ---MIKNLFLGLVCILFVTSG----ANAEDTPAAGKLDPRMRYLAYNPDEVVHLSTAVGA 
B9_M.loti    ---MTKRAFLALACSLLLTLE----ASAEDTPLAGKHDARMRYLAYRPDEVVRLSTAVGA 
B9_B.qui     MMRFSKIIFLAFLFAISCLTVP---LFAETAPVSARKDNRIRFVNYDPYNVTQIIGSIRS 
B9_B.trib    MIRLLQIIFLTFMITLGFHTVL---SFAETAPVSARKDNRIRFINYDPYNVVQIIGSIRS 
B9_S.mel     ----MRTTFIATLLLTAAAPT----ALALEIPRGATQDSRVRFVDYQPYNITRIIGSLRS 
B9_B.mel     ---------------------------------------------------MLVRALPGV 
B9_B.suis    ------MKRFLLACILITLASP---SWATKIPSGSKYDSRIQYVDYNSGDVVLVRALPGV 
PtlF_B.p(β)  -----MMAARMMAAGLAATALS---AHAFRIPTPGEQDARIQTVPYHPEEVVLVRAWNGY 
Tag9_A.act(γ)---MRLNMRKLLCLLLIVFGAE---TYAASTPIKSKYDDRIQSQVYNALDVTKVYAKDGF 
B9_X.axon    ----MKLFNRYRVALLSALPLA---LCALSAAA-----QVVQEYEYAPDRIYQVRTGLGI 
B9_X.camp    ----MNPFNPYRAALVAALPLV---LCAFPVAS-----QVVQEYEYTPDRIYQVRTGLGI 
B9_A.phag    MMNFYKNFYVALVTAFALFSMSKACFASTNIGVPVSVDSRIKTFVYSQNEVFPVVFNYGY 
B9_E.chaf    MMNFYKIYTILLLVLVMMFNSS--AYAINRVDNPVTVDSRIKTFVYSNNEIYNVVFNYGY 
B9_W.sp      -MNMYRILLVLALLVSGNLNAS-----IN-YNEPISIDSRIKTFVYSPNEVFTVVFSQGY 
TraH_H.i(γ)  --MMKKLIFSTLALCLFSQFAQ-----AEAVPQSTKYDRRIRNVVYNPDNVTRVNVAAGA 
                                                                         
Prim.cons.   .....................................d.r.....y.p..v..l...... 
 
 
 
                   60            70        80        90       
                   |             |         |         |              
B9_A6        TLVVTFATNETVTSVA----VSNSKDLAALPRGNYLFFKASQV----------LTPQPV- 
B9_C58       TLVVTFGANETVTAVA----VSNSKDLAALPRGNYLFFKASKV----------LPPQPV-
Riorf161_A.r TLVVTFGPNEAVTAVA----VSNSKDLAALPRGNYLFFKASKV----------LQPQPV-
B9_M.loti    TLVVTFAANETVAAVA----VSNSKDLAALPRANYLFFKASRI----------LPPQPV-
B9_B.qui     SVQLEFADDEEVTYVG----IGNSVAWQVAPAGHFVFLKPREV-----------QPVTNL 
B9_B.trib    SVQLEFADDEEVTYVG----IGNSVAWQVAPAGHFVFLKPREV-----------QPVTNL 
B9_S.mel     SVQVEFAPDEEIAHVA----LGNSVAWEVAPAGNILFLKPREN-----------QPVTNI 
B9_B.mel     GARIVFAPGENIEDVA----SGFTQGWEFKASHNILYLKARSMTLSHSNQSIDMAPEPGK 
B9_B.suis    GARIVFAPGENIEDVA----SGFTQGWEFKASHNILYLKARSMTLSHSNQSIDMAPEPGK 
PtlF_B.p(β)  VTRIVFDEQEKIIDVA----AGFADGWQFSPEGNVLYIKAKSFPAQGSP---AQAPEPGL 
Tag9_A.act(γ)STVIIFADDERILYKH----TGFKDGWDITDNDNFVLIKPMAVKQQSSEGENYFEPTPGQ 
B9_X.axon    TTQVELSPNEKILDYS----TGFTGGWELTRRENVFYLK----------------PKNVD 
B9_X.camp    TTQIELSPNEKILDYS----TGFTGGWELTRRENVFYLK----------------PKNVD 
B9_A.phag    HSYIEFSQGETVRVMA----LGDNANWKIRPVDNKLYVMPLEK---------------EG 
B9_E.chaf    HSYIEFSKGETIKMLA----MGNTVSWKVKPVGNKLFIMPLEK---------------NG 
B9_W.sp      YSYIEFAEGEKVKNIA----VGDASSWKINPYDNKLLIMPFEV---------------SS 
TraH_H.i(γ)  ATLLQFHPNEFISEVEGGLGLGDAKAWAVNVKGNNIWIKP----------------IAVE 
                
Prim.cons.   ...v.f...E.v.........s...........n.l.fk................p.... 
 
 
 



 
              100       110         120                   130       140 
              |         |           |                     |         |   
B9_A6        IVLTASDSGMRR-YV-FSISSKTLSHLDKE--Q----------PDLYYSVQFAYPADDAA 
B9_C58       VVLTASDAGMRR-YV-FSISSKTLPHLDKE--Q----------ADLYYSVQFAYPADDAA 
Riorf161_A.r IVLTASDAGMRR-YV-FSLATRTMSRLDKE--Q----------PDLYYSVQFTYPADVAA 
B9_M.loti    VVLADSESGTRR-YV-FSISTRAMPKLDEQ--Q----------PDLYYSVQFTYPGDEAA 
B9_B.qui     QIVTSRQDGTKRSYQ-FELKFVKATFHR----------------RYYFLVSFVIQKN--F 
B9_B.trib    QIVTSRQDGTKRSYQ-FELQIREGDVSAG---N-----------ETYFLVKFRYPEDEAL 
B9_S.mel     SVVTTRRDGSTRSYQ-MELTVRDGKVEVG---Q-----------NTYFYVKYRYPADEAE 
B9_B.mel     WDTNLMVTTDQRMYD-FDLRLMPGRNNQ----------------RVAYRVQ----RYPAA 
B9_B.suis    WDTNLMVTTDQRMYD-FDLRLMPGRNNQ----------------RVAYRVQF---RYPAA 
PtlF_B.p(β)  WNTNLLVKTDRRLYD-FDLVLASADAATPQALQR---------SRMAYRLQF---RYPAA 
Tag9_A.act(γ)WNTNLFINTNKRTYS-FDLILVPENSTSS---YQ---------VNFSYPTEK--QKQLAA 
B9_X.axon    VDTNMMIRTATHSYI-LELKVVATDWQRLEQAKQ---------AGVQYKVVFTYPKDTSF 
B9_X.camp    VDTNMMIRTATHSYI-LELKVVATDWQRLEQAKQ---------AGVQYKVVFSYPKDTSF 
B9_A.phag    HTNMLIETSKGRSYAFDLISTAIPLSGGAASSINKLGKTNSALADLAYVVRFYYPQSDRN 
B9_E.chaf    RTNMLIETNKGRSYA-FDLICR---SANESSDDNNDQAGYSDLIDLTYIVRFYYPKTEED 
B9_W.sp      RTNMIITTTKKRNYI-FDLISRPNYDKYPDTDAKKVDHDYSAEKDISYVVRFYYPQEEGE 
TraH_H.i(γ)  PDTNLTIVTNKRTYL-FNLVSVKN--R----------------NSAYWGIRFSYPDMQKA 
                         
Prim.cons.   ...........r.Y.f...............................y.v.f.yp..... 
 
 
 
                  150            160          170       180       190    
                  |              |            |         |         |    
B9_A6        ARRREAQQ-----RAVVDRLH---AEAQYQRKAEDLLDQPVTALGATDSNWHYVAQGDRS 
B9_C58       APQKAAQE-----KAVADRIR---AEAQYQQRAEGLLEQPATTVGAEDKNWHYVAQGDRS 
Riorf161_A.r ARRKEAEQ-----RDLADRMR---AQAQYQRRAEDLLERPPAGGSTDAKNWSYVAQGDRS 
B9_M.loti    ALRQAAEK-----RSILGQAR---AKVQQEQRVQDLLNRPGTTASSDESNFHYVAKGDRS 
B9_B.qui     AQKLAKAA-----EAAQREEN---FVNDVFNIHENFGPR----------NWAYEAQGSSL 
B9_B.trib    RKKLAEAA-----KAEQREEN---FVNDILNIHEDFGPR----------NWAYEAQGSTL 
B9_S.mel     RRRQAAAA-----RAIAAQAK---EADNVLAIHEAYGPR----------NWRYSAQGAQA 
B9_B.mel     AAAAAVAA-----AQKRVVQAR--MNARPSPVNWNYTMQ--------------VGTNSAS 
B9_B.suis    AAAAAVAA-----AQKRVVQAR--MNARPSPVNWNYTMQ--------------VGTNSAS 
PtlF_B.p(β)  PQAASRAS-----PVGPAVPA--------GALNRRYAMQ--------------VGNGSDG 
Tag9_A.act(γ)QRQKNKRE-----REQQAIEKS--LQSTKTPKNWDYVMK--------------VKAGSET 
B9_X.axon    NNVADADT-----SKNGPLLNA--KILKDRRYYYDYDYA--------------TRTKKSW 
B9_X.camp    NNGEDAAA-----AKNGPLLNA--KILKDRLYYYDYDYA--------------TRTKKSW 
B9_A.phag    FDIMGQKL-EISPPSLASSLDADDVEIEPNATRTNYMFTG-------------G-SAHVS 
B9_E.chaf    FELNQVKLPDISVPSAVQKIKK-HVVIKPNNTSNHYILET-------------K-SENQN 
B9_W.sp      FDVDLDEV--SLPTQMQYTTDKLEKIIQENDTKYNYTYID-------------E-GGNAD 
TraH_H.i(γ)  PINPWARP-----------CQG-------GTYNYRYFVQ--------------GEEKDKK 
                                                                          
Prim.cons.   ............................................................ 
 
 
 
 



                200       210           220        230       240        
                |         |             |          |         |         
B9_A6        LLPLEVFDNGFTTVFHFP----GNVRIPSIYTINPD-GKEAVANYSVKG----SDVEISS 
B9_C58       LLPLEVFDDGFTTVFHFP----GNVRIPSIYTINPD-GKEAVANYSVKG----SYVEISS 
Riorf161_A.r LLPLEVFDNGYSTTFRFP----GNVRVPSIYVINPD-GKEATANYSVKG----DYVEVAS 
B9_M.loti    LAPLQVFDNGFTTVFGFA----SNSRIPSLYIINPD-GKEAAANFTVKG----DYVEVSA 
B9_B.qui     IEPASVYDNGKTTTFTFL----GNTEIPAIYLVSLD-GQESLVPKSIKG----NKVIVHA 
B9_B.trib    IEPTSVYDNGKTTTFTFL----GNVEIPTIYLVTPD-GQESLIPKSIKG----NQVIVHA 
B9_S.mel     LEPQSVYDNGKVTTFAFV----GNQEMPAIYIENSD-GSESLVPKSVDG----NLVLVHA 
B9_B.mel     IAPTLAYDDGRFTYLRFP----NNRDFPAAFLVAED-KSESIVNSHIDP-SAPDILVLHR 
B9_B.suis    IAPTLAYDDGRFTYLRFP----NNRDFPAAFLVAED-KSESIVNSHIDP-SAPDILVLHR 
PtlF_B.p(β)  IAPIAAYDDGRHTWLTFR----PGQPFPAVFAVAPD-GTETLVNLHID--NQS--LVIHR 
Tag9_A.act(γ)ITPNYAYDDGIFTYLGFA----PNKTFPAAFLLEG--STESLLNTNVKQDGNYQVLVIQK 
B9_X.axon    LIPSRVYDDGKFTYINMDLTRFPTGNFPAVFAREKEHAEDFLVNTTVEG----NTLIVHG 
B9_X.camp    LVPSRVYDDGKFTYINMDLTRFPTGNFPAVFAREKEHSEDFLVNTTVEG----NTLIVHG 
B9_A.phag    LAPTQAFDDGYLTYFQFG---KNNKEIPKIYVVKKDGKKVPCKMLLLRD-----YVIVEG 
B9_E.chaf    ILPVELFDDGKLTYFKFS---NDNQIIPQIFIYNNSEKKVPCKMLLLQN-----YVIIKG 
B9_W.sp      IVPIELFDDGYLTYLKFR---NNNK-IPQVFVEGEDK---PCKRLLFDD-----YVIIKG 
TraH_H.i(γ)  IFPLEAWDNGTFTCFKFP----IGNDLPVIFKKLPD-GKEGLVNSHVEN----DYIVIHE 
              
Prim.cons.   l.P...fDnG..T.f.f.........iP..y...............v........v.i.. 
 
 
               250        260       270       280       290 
               |          |         |         |         | 
B9_A6        VSRGWRLRDGH-TVLCIWNAAYPDVGQRPQTGTVRPDVKRVLKGAKG--- 
B9_C58       VSRGWRLRDGH-TVLCIWNTAYDPVGRRPETGTVRPDVKRVLKEVRG--- 
Riorf161_A.r VSREWRLRDGH-TVLCIWNKAYDAVGRKPGTGTVRPDVVRVLKETR---- 
B9_M.loti    VAREWRLRDGN-TVLSIFNRAYDPVGRAPGTGTVRPDVWRVLKGSGR--- 
B9_B.qui     IAAQFTLRRGN-DVLCIFNKRFVPEGINPETGTTSPSVQRRVNIGNGHEG 
B9_B.trib    TAAQFTLRRGN-EVLCIFNKRFVPEGINPETGTTSPSVKRKVNIGNSHE- 
B9_S.mel     ISRKFILRRGG-DVLCVFNEAYDRVGINPDTSTTSPSVERIVRIDAGAVQ 
B9_B.mel     VAKQMVLRLGN-KVIGIYNESFNPDGVPARDGTTVPRVKRVIKSPGENLQ 
B9_B.suis    VAKQMVLRLGN-KVIGIYNESFNPDGVPARDGTTVPGVKRVIKSPGENLQ 
PtlF_B.p(β)  VAPVLMLRSGA-SVIRIVNQNGDASESPAFECHAEPAL------------ 
Tag9_A.act(γ)TAEKLVLRSGE-KVVGIYNQSYG-KTPVTYNTTISPNVARDER------- 
B9_X.axon    TYPFLVVRHGD-NVVGLRRNKQK--------------------------- 
B9_X.camp    TYPFLVVRHGD-NVVGLRRNKQK--------------------------- 
B9_A.phag    VHELFYLDFGDGRSVEVVNQALS--------------------------- 
B9_E.chaf    VHKNLYLEYKS-ESVKITNKKL---------------------------- 
B9_W.sp      VHKKLFMRYED-GEVEIINRSL---------------------------- 
TraH_H.i(γ)  INDEYRIRLGD-LVVGVKTNKLKARPTTNATTNGKTREAIDE-------- 
                                                              
Prim.cons.   ......lr.g....lci................................. 
 
 
 
 
        http://npsapbil.ibcp.fr/cgibin/alignclustalw.pl 


